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Ser Gly Val Gly Leu Ala Ala Pro Gin lie Asn lie Ser Lys Arg Met 

85 90 95 ... 

He Ala Val Leu He Pro Asp Asp Gly Ser Gly Lys Ser Tyr Asp Tyr 

100 105 110 

Met Leu Val Asn Pro Lys He Val Ser His Ser Val Gin Glu Ala Tyr 

115 120 125 
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<210> SEQ ID NO: 


: 2 
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<211> LENGTH: 168 
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^91 TVPP* PT?T 
v,^, j. 1 1 r d < tr £\.a. 
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<213> ORGANISM: 


Escherichia 


coli 
















7ft 


<400> SEQUENCE: 


2 
























fin 


Ser Val Leu Gin 


Val 


Leu 


His 


He 


Pro 


Asp 


Glu 


A T~rr 


T.QI1 

UCU 


riJ. y 


T ,\TG 


v ax 


81 


1 
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10 
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Glu 


Val 


Asn 


Ala 


Glu 


He 
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Arg 


Tin 

i j_e 


Val 


Asp 


84 
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Met 


Tyr 


Ala 


Glu 


Glu Gly 


He 
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Leu 


Ala 


Ala 
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Glu 
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Arg 
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Lys 
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Ala 


Leu 
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Leu 


Glu 


Ala 


Asp 
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Leu 


Leu 


Ala 


He 


102 


115 
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Cys He Gin 


His 
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Met 
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Leu 


Phe 


Met 


Asp 
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Gin 
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Ala 
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<210> SEQ ID NO: 


: 3 
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<211> LENGTH: 169 
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<212> TYPE: 


PRT 
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<213> ORGANISM: 


Haemophilus 


influenzae 
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<400> SEQUENCE: 


3 
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He 


Val 
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<210> SEQ ID NO 


: 4 
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<211> LENGTH: 160 
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<212> TYPE: 


PRT 
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<213> ORGANISM: 


Bacillus subtilis 
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<400> SEQUENCE: 
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Ala 
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OX Li 


Va 1 

V Ct X 
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Thr 
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Leu 
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Asp 
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Ala 


Pro 


Gin 


He 
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He 
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A1 a 

nXu 
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Va 1 
y ci x 


Va 1 

V Cl X 


m ii 

vjiu 


He Gly 


; ,, 170 




50- 










55 










60 
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Asp 


Asp 


Arg 


Gly 


Arg 


He 


Asp 


Leu 


Val 


Aon 
no 11 




Cl ii 


Tic, 

lie 


L6U 


Glu 


Lys 


173 

X 1 «J 


65 










70 










f -J 










80 


175 


Ser 


Gly 


Glu 


Gin 


Thr 


Gly 


He 


Glu 


Gly 


^ J o 


T.oii 
UCU 


OCX 


IT 1IC 


riu 


Asn 


Val 


X / u 










85 










-7 U 










95- 




178 


Tyr 


Gly 


Asp 


Val 


Thr 


Arg 


Ala 


Asp 


Tyr 


Val 


Lys 


Val 


Arg 


Ala 


Phe 


Asn 


179 








100 










105 










1 1 n 






181 

X U X 


Arg 


Gin 


Gly 
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Pro 


Phe 
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Leu 


Glu 


Ala 


r\±. y 
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T.on 


Ala 
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182 
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<210> SEQ ID NO: 
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<211> LENGTH: 216 
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<212> TYPE: 


PRT 
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<213> ORGANISM: 


Mycoplasma pneumoniae 
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<4 00> SEQUENCE: 


5 
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Gly Leu 


Phe 
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228 
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<210> SEQ ID NO: 


: 6 
























240 


<211> LENGTH: 170 
























241 


<212> TYPE: PRT 
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<213> ORGANISM: 


Staphylococcus aureus 
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<400> SEQUENCE: 


6 
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Val 
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Ala 
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Thr 


Lys 


247 
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249 
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Thr 
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Asp 
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Arg 


Leu 


Leu 
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Thr 
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Ala 


Gin 


Glu 


Ala 
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Gl v 


Leu 


Cys 


253 
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45 
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Gin 


Val 
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Met 
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Val 
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Ser 


259 
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Thr 
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Leu 


Glu 


Gly 
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He 


Thr 


Leu 


Pro 


Asp 


Val 


262 




85 










90 










95 




264 


Tyr Gly Glu Val 


Thr 


Arg 


Ser 


Lys 


Met 


He 


Val 


Val 


Glu 


Ser 


Tvr 


Asp 


265 


100 










105 










110 






267 


Val Asn Gly Asn 


Lys 


Val 


Glu 


Leu 


Thr 


Ala 


His 


Glu 


Asp 


Val 


Ala 


Arg 


268 


115 








120 










125 








^270 


Met He Leu His 


He 


lie 


Asp 


Gin 


Met 


Asn 


Gly 


He 


Pro 


Phe 


Thr 


Glu 


... 271 


130 






135 










140 










273 


Arg Ala Asp Arg 


He 


Leu 


Thr 


Asp 


Lys 


Glu 


Val 


Glu 


Ala 


Tyr 


Phe 


lie 


274 


145 
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160 


276 


Asn Asp Arg Ser 


His 


His 


His 


His 


His 


His 
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<210> SEQ ID NO: 


: 7 
























280 


<211> LENGTH: 172 
























„. 2 81 


<212> TYPE: PRT 


























282 


<213> ORGANISM: 


Staphylococcus aureus 














284 


<400>~SEQUENCE: 


7 
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286 


Met 


Leu 


Thr 


Met 


Lys 


Asp 


He 


He 


Arg 


Asp 


ftl v 


His 


Leu 


Arg 


Gin 


xjy o 


--- 287 


1 








5 










10 










15 




289 


Ala 


Ala 


Glu 


He 


Glu 


Leu 


Pro 


Leu 


Thr 


Glu 


Glu 


Lys 


Glu 


Thr 


Leu 


He 


290 








20 










25 










30 






292 


Met Arg 


Glu 


Phe 


Leu 


Val 


Asn 


Ser 


Gin 


Asp 


Glu 


Glu 


He 


Ala 




Arg 


""293 






35 










40 










45 
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Tyr Gly Gly Val 


Glv 


Leu 


Ala 


Ala 


Pro 


Gin 


He 


Asn 


He 


Ser 


Lys 


Arg 


296 




50 










55 










60 










298 


Met 


He 


Ala 


Val 


Leu 


lie 


Pro 


Asp 


Asp 


Glv 


Ser 


Glv 


Lys 


Ser 


Tvt 

AJf X 


Asp 


299 


65 










70 










75 










80 


301 


Leu 


Val 


Asn 


Pro 


Lys 


He 


Val 


Ser 


Ser 


Val 


Gin 


Glu 


Ala 


j.yx 


T.Pii 
ucu 


Pto 


302 










85 










90 














304 


Thr Glu Gly Cys 


Leu 


Val 


Asp 


Asp 


Asn 


Val 


Ala 


T.Pn 


Val 


His 


A TCf 


11 X o 


305 








100 










1 OS 

X \J J 










110 

1 1 u 






307 


Asn 


Arg 


He 


He 


Lys 


Ala 


Lys 


Asp 


He 


Glu 


uxy 


Asn 




Tip 


ftl n 


TiPil 
ucu 


308 






115 










120 










125 








^1 n 


Arg 


Leu 


Lys 


Gly 


Tyr 


Pro 


Ala 


He 


Val 




m n 


n j_ o 


fti n 


T 1 <=> 




nio 


311 




130 










135 






















: Ile 


Ash 


Gly Val 


Met 


Phe 


Tyr 


Asp 


His 


He 


Asp 


Lys 


Asp 


His 


Pro 


Leu 


314 


145 










150 










155 










1 60 

X \J \J 


316 


Gin 


Pro 


His 


Thr 


Asp 


Ala 


Val 


Glu 


Val 


His 


His 


His 










317 










165 










X / V 












- 


319 


<210> SEQ ID NO: 


: 8 
























320 


<211> LENGTH: 138 
























321 


<212> TYPE: 


PRT 


























322 


<213> ORGANISM: 


Escherichia 


coli 
















324 


<400> SEQUENCE: 


8 
























326 


Ser 


Val 


Leu 


Arg 


Lys 


Val 


Ala 


Lys 


Pro 


Va 1 
v a, x 


ftl ii 


ftl n 

VJ JL LI 


v a x 


ft l ii 


Tl & 

X xe 


ftl n 

u 111 


327 


1 








5 










10 

X u 










15 




329 


Arg 


He 


Val 


Asp 


Met 


Phe 


Glu 


Thr 


Met 


Tvt 
xyx 


Gly 


He 


Gly 


Leu 


Ala 


Ala 


_ 330 


T 






20 










25 










30 






332 


Thr 


Gin 


Val 


Asp 


He 


His 


Gin 


Arg 


He 


He 


Val 


He 


Asp 


Val 


Ser 


Glu 


~ 333 






35 










40 










45 








335 


Asn 


Leu 


He 


Asn 


Pro 


Glu 


Leu 


Leu 


Glu 


Ser 


Gly 


Glu 


Thr 


ftl V 


Tip 
X xc 


ftl n 


336 




50 










55 










60 










- — 338 


Gly 


Cys 


Leu 


He 


Pro 


Glu 


Gin 


Arg 


Leu 


Val 


Pto 


Arg 


Ala 


Gl u 


u y o 


Val 

V CLX 


339 


65 










70 










75 










80 


. j ** j. 


He 


Arg 


Ala 


Leu 


Asp 


Arg 


Asp 


Gly 


Lys 


riU 


XT 1 1 ti 




Leu 


VslU 


Ala 
nld 


Asp 


342 










85 










90 










95 




344 


Gly 


Leu 


He 


Ala 


He 


Cys 


He 


Gin 


His 


Glu 


Met 


Asp 


His 


Leu 


Val 


Gly 


345 








100 










105 










110 






347 


Lys 


Leu 


Phe 


Met 


Asp 


Tyr 


Leu 


Ser 


Pro 


Leu 


Lys 


Gin 


Gin 


Arg 


He 


Arg 


348 






115 










120 










125 








— 350 


Gin 


Lys 


Val 


Glu 


Lys 


Leu 


Asp 


Arg 


Leu 


Lys 














351 




130 










135 




















353 


<210> SEQ ID NO: 


9 
























354 


<211> LENGTH: 6 


























' ~355 


<212> TYPE: 


PRT 


























C--> 356 


<213> ORGANISM: 


Artificial 





















file://C:\CRF4\OutholcKVsrI896580A.htm 



913102, 



Page 6 of 8 



RAW SEQUENCE LISTING ERROR SUMMARY 
PATENT APPLICATION: US/09/896, 580A 



DATE: 09/03/2002 
TIME: 15:37:16 



Input Set : A:\PTO.VSK.txt 

Output Set: N:\CRF4\09032002\l896580A.raw 



Please Note; 

Use of n and/or Xaa have been detected in the Sequence Listing. Please review the 
Sequence Listing to ensure that a corresponding explanation is presented in the <220> 
to <223> fields of each sequence which presents at least one n or Xaa. 

Seq#:9; Xaa Pos . 2 
Seq#:ll; Xaa Pos. 2,3,7 

Invalid <213> Response: 

Use of "Artificial" only as "<213> Organism" response is incomplete, 

per 1.823(b) of New Sequence Rules. Valid response is Artificial Sequence. 

Seq#:9, 10,11 
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_. VERIFICATION SUMMARY DATE : 09/03/2002 

— — /"-- PATENT APPLICATION: US/09/896, 580A TIME: 15:37:16 

Input Set : A:\PTO.VSK.txt 

Output Set: N:\CRF4\09032002\I896580A.raw 

L:12 M:271 C: Current Filing Date differs, Replaced Current Filing Date 

L:356 M:220 C: Keyword misspelled or invalid format, <213> ORGANISM for SEQ ID# : 9 

L:369 M:341 W: (46) "n" or "Xaa" used, for SEQ ID# : 9 after pos . : 0 

L:375 M:220 C: Keyword misspelled or invalid format, <213> ORGANISM for SEQ ID#:10 
L:388 M:220 C: Keyword misspelled or invalid format, <213> ORGANISM for SEQ ID# : 11 
L:407 M:341 W: (46) "n" or "Xaa" used, for SEQ ID# : 11 after pos . : 0 
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